
Free open-source software for measuring and analyzing cell images



CellProfiler cell image analysis software 
is designed for biologists without training 
in computer vision or programming to 
quantitatively measure phenotypes from 
thousands of images automatically.

CellProfiler Analyst allows interactive 
exploration and analysis of data, 
particularly from high-throughput, 
image-based experiments. Included is 
a supervised machine learning system 
which can be trained to recognize 
complicated and subtle phenotypes, for 
automatic scoring of millions of cells.

Extract measurements from 
images with CellProfiler.

Analyze data with CellProfiler Analyst and 
train it to recognize complex phenotypes.

How do I get started?

1.  Download CellProfiler 
free software at  
www.cellprofiler.org

2.  View CellProfiler demo 
movies. The website has 
videos showing CellProfiler’s 
features and how to use 
them.

3.  Try example pipelines. 
The Examples page on our 
website has pipelines and 
images of various biological 
assays. Pick the ones 
that most resemble your 
phenotypes of interest, start 
up CellProfiler and adjust the 
pipeline accordingly.

4.  Go online for user support. 
You can post your questions 
on our online forum at  
www.cellprofiler.org/
forum/.



CellProfiler has been used to enable high-content analysis 
of phenotypes relevant to multiple biological processes 
and diseases. Some phenotypes use CellProfiler Analyst’s 
machine learning feature. 

CellProfiler has been validated for identifying and measuring 
a wide variety of biological objects.
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Thanks to our colleagues for the use of their images. 



CellProfiler is free and open-source!
If you find it useful, please credit CellProfiler in 
publications:

1.  Cite the website (www.cellprofiler.org)

2.  Cite the publication (check the website for the 
citation).

3.  Post the reference for your publication on the 
CellProfiler Forum (accessible from the website) 
so that we are aware of it.

These steps will help us to maintain funding for the 
project and continue to improve and support it.

Platforms supported
Macintosh, Windows (32-, 64-bit), Linux
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